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Histone H3 (Acetyl-Lys9) Polyclional Antibody

Product Specifications

Catalog Number: 905-705-100
Host: Rabbit
Species Reactivity: Mouse

Other species not tested.

Predicted to react with human, rat, dog,
cow, and other species based on 100%
sequence homology.

Applications:

The optimal dilution for a specific
application must be determined
by theinvestigator

WB: 1.0 ug/mL (ECL)
Other applications not tested.

Predicted MW:

~ 15 kDa

Concentration:

See product label

Purification:

Peptide Affinity

PBS, pH 7.2, 50% glycerol, 0.09%

Format: -

azide
Storage: Store product at -20°C
Immunogen: Synthetic acetyl-peptide derived

from the amino-terminus of mouse
Histone H3

Related Products:
KAP-CC012

KAP-TF120

907-026

Histone H3 (phospho-Ser28)
Polyclonal Antibody

Acetylated Lysine Polyclonal
Antibody

Acetyltransferase Activity Kit
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Western blot analysis of Histone H3
(Acetyl-Lys9) using 3T3 cell extracts
treated with TSA. Lane 1: Molecular Weight
Markers, Lane 2: 3T3, Lane 3: 3T3 + TSA
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Background:

Histone H3 is one of the four core histones (H2A, H2B,
H4) that function in the winding of DNA into its
compact, nucleosomal form'2, Each nucleosome
consists of 146 base pairs of DNA wrapped around a
histone octomer comprised of two molecules of each
core histone. Post-translational modification of
specific H3 lysine residues on its protruding N-terminal
tail by methyltransferases (HMTs), acetyltransferases
(HATSs), and deacetylases (HDACSs), is responsible, in
part, for regulating accessibility of promoter regions of
the chromatin to transcriptional cofactors.
Transcriptionally active chromatin (euchromatin) is
characteristically open and acetylated, whereas
transcriptionally repressed chromatin
(heterochromatin) is generally closed and
deacetylated. Competitive acetylation or methylation
of H3 at lysine residue 9 (H3-K9) is associated with
this state of transcription®*. Evidence suggests that in
transition to the repressed state, H3-K9 is typically
deacetylated by HDACs, allowing for subsequent
methylation at H3-K9 by HMTs such as SUV39H1. A
shift to acetylated H3-K9 and methylation at H3-K4 is
associated with transcriptionally active regions of the
chromatin.
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